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Biography 

Rouvay Roodt-Wilding obtained her PhD in Genetics in 2003 from the University of 

the Free State. In 2004, she joined Stellenbosch University where she established 

the Molecular Breeding and Biodiversity Research Group in the department of 

Genetics. She is currently an Associate Professor in the department of Genetics 

involved in teaching Introductory Genetics at second year level. She is also the 

academic coordinator of the Honours class. Her research focuses mainly on 

molecular population genetics and molecular breeding of various commercially 

important species including fish, livestock and plants. Ten postdoctoral students, 16 

MSc, 8 PhD and 22 honours students have worked and graduated under her 

supervision the past 14 years.  

Research area 

The Molecular Breeding and Biodiversity Research Group was established in 2004 

with the aim of acting as service provider of choice to the South African aquaculture 

industry. This was realised with a grant from Innovation Fund trust of South Africa 

to apply genetic improvement in the South African abalone. Subsequently the 

research group has built up expertise in molecular population genetics, 

development of microsatellite and SNP markers by means of traditional and next 

generation sequencing techniques, microsatellite and SNP data analysis and 

parentage and pedigree analysis. The group is also involved in molecular breeding 

including linkage mapping and QTL mapping of economically important traits. This 

has lead to various projects on not only commercially important fish species 

including abalone (Haliotis midae), kob (Argyrosomas japonicus and A. inododrus) 

and yellowtail (Seriola lalandi) but also important crop species such as apples, 

pears, peaches, apricots, grapevine as well as emerging species such as honeybush. 

 

Students 

PhD Students 

Khethani Mhlembe PhD 2016 – current. Understanding the molecular genetics of 

the novel acyanic phenotype in apple. Joint project with ARC, Infruitec 

Thomson Sanudi 2014 – current. Genetic characterization and selection in lake 

Malawi Oreochromis shiranus towards sustainable aquaculture development and 

biodiversity management. (co-promoter) 

Carl Horstman 2013 – current. Molecular genetic studies of selected agronomic 

traits in apricot, plum and related Prunus species. Joint project with ARC, Infruitec 
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Jessica Vervalle 2013 – current. Molecular mapping of quality traits in table grape 

breeding. Joint project with ARC, Infruitec 

Solomon Ntladi 2012 – current. Mapping of agronomic traits in European pear 

(Pyrus communis). Joint project with ARC, Infruitec 

 

MSc Students 

Marissa Brink MSc 2017 – current. Genetic diversity and disease studies in the 

sea urchin, Tripneustes gratilla 

Riana van Deventer MSc 2017 – current. High throughput SNP discovery and 

genotyping in blue wildebeest, Connochaetes taurinus, using next-generation-

sequencing 

Tassin Jackson MSc 2017 – current. Linkage mapping in Dusky kob Argyrosomus 

japonicus (Co-supervisor) 

Thembeka Nyawo 2014 – current.  Molecular fingerprinting and characterisation 

of the ARC's apricot and plum genebanks. Joint project with ARC, Infruitec 

Lawrence Kwalimba 2014 – current.  Molecular fingerprinting and 

characterisation of the ARC's peach genebanks. Joint project with ARC, Infruitec 
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